L

FRESWESERE, BRS. TR, THHSEN
e ERIRTS RIS
= NIGE item B Ri#ARFE content guidebook/evidenc
number R
B ERAE- AT
i s BRI (Quideb
Septin9EE BREIN : A '
. Septin9ERF FELLT ook of Early Chinese
1 (early Screening of Colorectal .
. (assay of Methylated Septin9 gene) |colorectal cancer
Cancer-Detection of screening and
Methylated Septin9 Endoscope)
EEMMEERGSIEN (FLAR
/BPE. B. EEM. FIRER.
13-4 —m | 5 \E;I::.l’:‘:é ‘% MHETESY
)ﬁi S:\i{?f{é—;ji?ifiiﬁﬁ BRCA1, BRCA2, CDH1, EPCAM, ML The National
9 9 H1., MSH2ZA3NEREANE :
genes test:breast cancer, . . . Comprehensive
3 ovarian cancer, gastric (sequencing of 43 genes including Cancer Network
. 9 BRCA1, BRCA2. CDH1, EPCAM, ML .
carcinoma,Colorectal (NCCN) guidebook
. H1, MSH2)
cancer,Thyroid cancer,renal
carcinoma,prostatic
carcinoma)
9 F5/ DR A BB AT
4 test: breast ce?ncer agnd (sequencing of 43 genes including NCCN
i BRCA1 and BRCA2)
ovarian cancer)
FUBR/ IR R E B ONLR S AR (
genetic Carcinogenic genes [BRCA1, BRCA2, BRIP1, CDH1&191 -
5 NCCN
test: breast cancer and EHENF i5F
ovarian cancer)
BEEEMHENLEREMR(genetic
6 Carcinogenic genes test: CDH1. TP53ZF18MEREGN NCCNig=
gastric carcinoma)
RRIREIRE R (genetic
7 Carcinogenic genes test: APC, BMPR1AZ29MNEREN NCCNiERg
Thyroid cancer)
EEFEREMIGN(genetic
8 Carcinogenic genes test: CDKN2A, CDKAZEANEREN NCCNi5Rg
Melanoma)
SEEREEEMN(genetic
9 Carcinogenic genes test: APC, CDH1ZF16/MNEREN NCCNigRg
Colorectal Cancer)
EEEEMaN (genetic
10 Carcinogenic genes test: VHL, FHZE19MNERAEN NCCNi5Rg
renal Cancer)
BI7RREEE G (genetic
11 Carcinogenic genes test: CDH1, CHEK2Z6/MNERFEN NCCNi5f8

prostatic Cancer)




EEE T SRk (genetic

QN A\ =
X ,. ;(”g,?gﬁc*““' MLH1, MSH2ZE3MNEREN NCCNi5Rg
20 [T APC, BRCATZ16MNEEIST NCCNigRg
Carcinogenic genes test:
1P R AR (T AT
12 (genetic Carcinogenic genes |RB1ERZINBFNF
test: Retinoblastoma)
BEMEEE R RIS |, . s o o N
ERIRBESREERNG e R
Mitest of pathogenic i .
o . Assessment of pathogenic mutations
13 mutations in relatives of . . . . .
. . . in relatives of patients with genetic
patients with genetic . . .
. . . __|Carcinogenic genes mutation
Carcinogenic genes mutation
14 [EEHHEIEIEREEEN|CLPTMIL. CHRNA3, CHRNASSERREY
2 A RN ZESRIRNEIHEZ BMRIX R
15 |CEFRAREETNEEY. ) ppm  UBE2 3RE
suscentihle aene agsav)
T AT e S A (li
citmaitmBRaaliver | orar) \ir1B. GRIKT. DRB1EEMZ
16 cancer-susceptible gene with
o3
hbv assay )
B IER GRS SiEn = HEE [4000FME BB ERIFE, AF4000
17 (40007H) EEH
(diagnosis and screening of [( screening more than 4000 genetic
common genetic diseases diseases with more than genes)
. . —|[ATP8B1, ABCB11&E39NERIGN, Hk
SE TR EREGE SIS . .
18 | N ISR R, AR,
sreening and diagnosis) FEFNIEEARRERIEEIEIRNS. FTAmpRCEE
IR SIRE TR
21 ERCC1EREZRIX *
(expression of ERCC1)
22 BRCATERZEIX *
(expression of BRCA1)
23 XRCC1(C2634T/G1196A)BRZ&M *
R RIE SN
24 (test for rational ERCC1(C354TEE M
administration of Cisplatin-
based drugs)
25 ERCC2(D312N/K751QEREEZ
26 GSTP1 (A313G) EEZHMH
27 GSTM1EREZ]
28 MRP2 (G1249A) EFREAM




TSERFEZEIX *

29 (expression of TS)
30 OPRT(G638C)EE =&
MTHFR(C677T)EHE S A
31 (Gene polymorphism of
MTHFR(C677T))
N, . R Z &M *

32 |5-FUEEEERSESE (DGPYD(ZA)I R on)
(test for rational €ne polymorphism o
administration of 5-

FU/Capecitabine )

33 DPYD(5A) EEZSM

34 DPYD(9A) EFZE M

35 DPYD(D949V)EFE B *

36 GSTP1(A313G) EF &M

37 TSERZSM

38 TUBB3EEFRIA

(expression of TUBB3)
39 STMN1EREZRIX
40 TauEFZRX
P sons e i g | CYP2C8*3 (G416A I *
I S TR KR (G416A) ERZHE

41 el (Gene polymorphism of
2YTR~<T1V\LL *

(test for rational CYP2C8™3 (GAT6A) )

administration of

Paclitaxel/Docetaxel/Vinorel «
42 bineBitartrate ) GSTP1 (A313G) EEZZE
43 GSTM1ERASZEM




44 GSTTERZSM
45 TEKTAERZ&M *
(Gene polymorphism of TEKT4 )
16 TOPARREZRIA *
(expression of TOP2A)
MDR1(C3435T)ERE A4 *
47 (Gene polymorphism of
MDR1(C3435T) )
4 e . TP1 (A31 o
8 |mmzmmsmmmsen |OSTT (A3136) BRSHIE
(test for rational
administration of
ZQ\I
49 Adriamycin/Anthracyclines ) GSTMIRREZ &M
50 GSTTERZSM
51 MPO(G463A)ERZ& M
52 MnSOD(C47MERZFM
53 RRM1ERFX *
(expression of RRM1)
ETRtRFEZEIEEAT
STt FRESES RRM1(G2464A)EEZ 751 *(Gene
54 (test for rational | hi f RRM1(G2464A) )
administration of polymorphism o
Gemcitabine)
55 CDAATIO)ERZAM *
(Gene polymorphism of CDA(A79C) )
RN A TESAE N (test for
56 rational administration of MTHFREEZA
Methotrexate )
B RG/ RIEE FAZO1E S .
j\(\:
>7 &Ml (test for rational CYP2CO"3RRETIE
administration of
58 Cyclophosphamide/Ifosfamid CYP2CT19 2 BEE R

e)




2 ZIEEANIESH N (test for

59 rational administration of NQO1ERZSM1IN
Mitomycin)
&0 TOP2AEREFIL *
(expression of TOP2A)
AT HE RZIE SN (test for
rational administration of .
61 Etoposide) CYP3A4*4 (A13989G) EREZAME
62 MDR1(C3435TEFHZHM
63 TOPO1 ERAFIE
. o . UGT1AT*6(G211A S *
(RrEERIESR (G2TTABRZHE
64 . (Gene polymorphism of
(test for rational UGT1AT*6(G211A
administration of Irinotecan ( ))
Hydrochloride)
UGTT1AT*28(BEIFXTAR) ERZ&ME
65 *(Gene polymorphism of the promotor
zone of UGT1A1*28)
66 TSERZEIX *
(expression of TS)
67 DPYD(2A) ERZAINME *
(Gene polymorphism of DPYD(2A) )
IESEHZERZIE SN (test for
rational administration of
ZC\I
68 Alimta) DPYD(5A) EFZE M
69 DPYD(9A) EFZ&MH
DPYD(D949V)ER ZAM *
70 (Gene polymorphism of DPYD(D949V)
)
71 MGMTERE Z A= B EIE*
72 B EMAEFAZGIES (test for MGMTEREZRX*
rational administration of
temozolomide)
73 ERCC2EREFRIX




RREI/AIRALT/BREATA

& 715546 (test for rational ERCCTREZRA
administration of
75 C:f\rmustine/Semustine/Lomu ERCC2EEE .
stine)
TR /2R ELIENS /R LS IS AN
76 \ TPMTEES
PSR REa
{7 LENt755-
HTSAER (BAEE. fI
EaR. [ilaEim) MMERZ
&Ml (test for rational
77 administration of 5-HT ABCB1 EFESZEM
receptor
inhibitor:OndansetronHydroc
hloride/Ramosetron
Hydrochlorid/Azasetron)
BB (FTHB AR/ R
W) FRZSHE SAG M (test for
78 rational administration CYPIOATEES AN
ofaromatase
inhibitor:Anastrozole/Lelrozo
)
79 RS AAESEN CYP2D6*10EHZ &M
P ERREEMS &
80 WMERMREMSHEN NCCN. FDA
(test of Microsatellite instability)
81 PD-1/PD- PD-L1EREZXKIA(expression of PD-L1)  [NCCN, FDA
L& (4REC s/ IRE )
PD-1/PD-L
inhibitor(Nivolumab/Pembrol
. b R
U ERESEAMMRIEN (07) een. FoA
(assay DNA mismatch repair-blood) :
83 BEEEERMMRIEN (B4R +MmiK) NCCN. FDA
{RUCERI AR SAE M (test for
84 rational administration of CTLA-4EEFRX NCCN. FDA

ipilimumab)




EGFR(Exon18)ELE zsas*

8> (mutation of EGFR(Exon18)) NCCN. FDA
EGFR(Exon19)&HFEze2r*
86 (mutation of EGFR(Exon19)) NCCN. FDA
eSS e = e ==Y
87 i e/ REERRAIESHE |[EGFR(Exon20)EHEseZs* NCCN. FDA
M (test for rational (mutation of EGFR(Exon20)) N
administration of
Gefitinib/Erlotinib
Hydrochloride/Icotinib
Hydrochloride/Afatinib/osim
ertinib)
EGFR(Exon21)EEze2*
88 (mutation of EGFR(Exon21)) NCCN. FDA
K-ras (Exon2/3) E[Fzear*
89 (mutation of K-ras (Exon2/3)) NCEN
B-Raf (V600E) HEFEzer*
20 (mutation of B-Raf (V600E) ) NCEN
- BIMERZEM
(Gene polymorphism of BIM )
EML4-ALKREE&*
%2 ( EML4-ALK of fusion gene) NCCN. FDA
Shos
93 RosBES NCCN. FDA

M ERREESEN

(tact fAr ratinnal

Ros of fusion gene)




\LEoUL 1V TuuvI iUl

administration of Crizotinib)

94 c-MetEEZRIX
- oo}
95 c Met%?ﬁa NCCN
(expression of c-Met)
96 c-METY & (c-MET,. AP3B1) NCCN
KL BRRIESQN
97 (test for rational DDR2 E[Fz%
administration of Dasatinib)
K-Ras (Exon2/3) E[Fzs3r *
. NCCN. FDA
%8 (mutation of K-Ras (Exon2/3)) cc
K-Ras (Exon 4) EFEzZear
9 (mutation of K-K-Ras (Exon 4)) NCCN. FDA
100 N-RAS (Exon2/3) HFEZEZ * NCCN. FDA
AZERTBZSIESIGN
(test for rational i
101 administration of Cetuximab) N-RAS (Exon 4) BRI NCCN. FDA
B-raf (V600E) ELFEzeEr *
102 . NCCN. FDA
0 (mutation of B-B-raf (V600E) ) cc
103 PIK3CA(Exon9/20)ERX|Z83E
104 EGFR EFEZFKX
HZER R R TE SN
(test for rational Her2 BEEY1E (GNIRAIZAT) *
105 - . . NCCN
administration of (amplification of Her2 )
Trastuzumab)
106 IBRANCERZSIESAE Her2 EEF1E (RURMIZR) * NCCN
ke AziESaEl
(test for rational VEGFR EEFRIX
107 administration of Avastin (expression of VEGFR) NCCN. FDA
Bevacizumab)
~Ki */"'?7!‘!?
108 C-Kit (Exon9/11/13/17) BERFZEZ NCCN

(mutation of C-Kit (Exon9/11/13/17))




/'—'Q—I‘r
100 |FoEEmsESe PDGFRa (Exon12/18) BEERZ(mutati |-\
on of PDGFRa (Exon12/18) )
(test for rational
administration of Imatinib
Mesylat
110 e PDGFREEERIA * NCCN
(expression of PDGFRp)
111 BIMERZEM
112 FeszeZEf(f%DGFRB) NCCN. FDA
RAEF RIS SN P
(test for rational
s administration of Sorafenib) VEGFRELEE A N toA
(expression of VEGFR) N
114 PIK3CA(Exon9/20)EFz=3
II:I
hilpE R IESEN f7H ER21J“ FIRAILA
. N EEfERTHAEFIEEA
115 Her2se R Ai4vas* . P
TAIRALRE Bk
IR ATT RO
116 |EEFRTAGIESEN VEGFR ERFRX
117 VEGFRERZFEIX * FDA
118 PDGFRBERZFEX FDA
BRI IESEN
119 C-Kit (Exon9/11/13/17) EREzeZs* FDA
120 PDGFRa (Exon12/18) E[XzEZ* FDA
121 mTOR ERFIX *
122 TSC1(1907_1908del)& X Ze3% *
123 kR FRISIESEN PIK3CA (G1624A/A3140G) EEzZEZS




124 NF2(C863G) EEZE3T
125 K-Ras (Exon2/3) EFEZeEs *
126 [FIZEBRNRLGIESAN CD20EREFIX
SRRz SN
. BRCATFIBRCA2EFH 52
127 |(test for rational _ |(mutation of BRCA1 and BRCA2) FDA
administration of olaparib)
128 e Rz ESaN VEGFREREZRIA
HiFgR/Cig8R/WiZERE
eIfifZ548 (non-invasive EGFR#Z5(s 25E20 T790M B FEZETE
129 assay of drug resistance for [(T790M mutation of E20 site in NCCN, FDA
Gefitinib/Erlotinib EGFR)
Hydrochloride/Afatinib )
130 fﬂ‘ﬁﬁ.ﬁsﬁmﬁg@%ﬂﬂg EGFR C797SEHE3E%
non-invasive assay of @191 ¢797s mutation in EGFR)
resistance for osimertinib)
EGFR-
TKIXESY (SR EEER/ | m
B me/menR) Tows | o o
ERigMlc-METH 18
HXIRBEDER/AFRERNEBERIMIK
132 REER/FRBERLLIMEte |+ C- NCEN
| kit, PDGFRoEREMIZGEXARAITEIE
pll
i FPIRAESER/FESERRIBERIMIR
133 |PEER/FSEREAMEN | \p)  ppGrRaBEmZSIEE AT
gl \
el
134 PSRN/ RNAEITE |FIRARZERI/RERnANEERIM NCCN
il KpK-rasEEMZEX A RAVTS R
135 R IERE/MEKIDHEIFITCEIMIZS ($3IARARISIER/MEKIDHIFIAEERIM
] FKAPN-rasERMZ5ER AL RAIF U
B ST
136 | e S et B I PSR
ﬁmu o = (BEMSALATAIE
137 PILLAS LY / BEREREM R MEMTZS (SRS RSB IRMAIT B BB RVBLAE A

ol (AR

TARV7HEM




PIELAFTE / RERERRA AR EMIZS

FXIEBIARIY PR BB A MR AR

1
# liew g ERIECTCHTARVT 163
38MNEE; 107 AHEEEEEZaY), 6FfbEE
139 |FhERBESERGN (BR) (W, 11HbEIRARRIRZsY, NCCN
SEENFRA
. N o |38ERE; 107 iEIERZY), 6FMibE
= HSIESEREEN - NN
140 (WESRIRSEANN (MR \rraom, 11mmiarasst;  NCON
SEENFRA, BIKEE
. ; 38NER,; 107 HEIERZSY), 6MAhE
EAAIESEREN (B4R e A s
IERIIRSEAIN CBR | s, 1mmisRARTn; e
EDTAfUEEIN) (test for o . .
. . . ENFEHA  (key mutation of 38
141 rational drug administration . NCCN
. genes in lung cancer: genes for 10
of lung cancer-tissue and
EDTA-anticoagulant blood) targeted-drugs, 6 chemotherapy
drugs, 11 clinical trail drugs)
N 17EE; AipEitazy), STt
= ERGIESEREN (£ . o s
142 [SEPRRRRSEINN @, swmmiramnn; samn
AR
; 17T1MEE; AFipEIEnZsy), SMpEX
EEERESEERD oo ey
143 [SEPRTEESERIEN Mrss, summimrmsn; sasn
FRARRIRE
ZEFERSESEERN (H|171MER, MRy, SHipEit
{3+ EDTAHUEEI) oY), SFiREIRARIRICZSH
(test for rational drug (key mutation of 17 genes in
144 . . .
administration of colorectal [carcinomaofrectum: genes for 4
cancer-tissue and EDTA- targeted-drugs, 5 chemotherapy
anticoagulant blood) drugs, 3 clinical trail drugs)
145 PR / DPESER/ SRS (411NER,; SHEERZY, 11FMLTEY
SEREN (ER) ; AREARRISZSYD; AR WD,
o7 =] oo =] -—E—-éﬁ.:. 7% =
o | S RE/ETEREE mm; swmmzn, 1wt
CONA) ; ARIRERIRIGZSM; ARPPISNEY;
FLRREE / GPERE/ EaE Y E . .
D NSRBI | cum; swmmim, 11N
i T A ; ARFIGFRITIRZSY; AMRDWE; B
(4843 + EDTAHUSEI) - .
) BENFRA
(test for rational drug . .
.. . (key mutation of 41 genes in
147 administration of breast .
. carcinomaofrectum: genes for 8
cancer/ovarian
. . targeted-drugs, 11 chemotherapy
cancer/cenical cancer-tissue 7 . .
. drugs, 4 clinical trail drugs, 4 internal
and EDTA-anticoagulant secretion-drugs)
blood) d
" o |3OTEE; 8MEE / SEEIERLY, 8
=P EERBIEESE RSN e e A e
14 |2/ SRERGESEREN wae ) amatron, wiRins
841 ¥, SEENFRAK
o |3OTEE; 8MEE / KEEIERLY, 8
=P e SIS SR ERT . e PR T A
1ag | RERTSRSEREN wae / amatron 1wiarins
Y], SEENFRAK, RINEE
. o |3ONEE; SHEE / SEEIERLY, 8
By EERBIEESE RSN . e A e
150 |FE/ BEERSESENON (o ) ammwrm; 1lmRans

(4B4R +EDTAHUERI)

0,




B / e / si5BRERZiE

ANER; SHEHE / BERE / miFIRRE

151 | Smmminy o YD, TMSE / BhE / BiyiEd
SEREY (2 I TR,

S / BEDYE / BUPIRREEFRZGIE | 24N B R, SMISTEE / BBt / Ri5URRE

152 |SEEEN (M- B, THISE / BEE / BYIBREN
ctDNA) T, 1HIGARILISESH)

B / BERYE / BUPIRREEFRZOIE | 2401, SMISTEE / BEhtE / Ri5URE

153 |SEEEN RS, THSE / BE / BiYIEREN

(4B4R+EDTAYLERIN) T, 1FIRREIRZY);

154 FTRBRERFZESEEQN (4 (281NER, BiE19FEERZ5Y,
R) 1AMIGRARIRIGZSY), 6FMETZaYD;

155 FTRBREFIZESEEQN (M [28NER, BIE19FEERZSY,
¥-ctDNA) 14AMIGRARIRIGZY), 6FMLTZ5Y);

| o= =] =} AN
e SR (Blormm, mimioneon,
. 14ARIRARIRICZY), 6FMLTTZoYD;
(test for rational drug . . )

156 administration of liver (key mutation of 28 genes in cancer:

genes for 19 targeted-drugs, 6
cancer/gallbladder chemotherapy drugs, 14 clinical trail
carcinoma-tissue and EDTA- drugs) '
anticoagulant blood)

157 ZEMAMMURZSIESERGN (93N ERE; 26FEEEZSY,; 3THIGRIXK
- Efith (BR) 7Y, 1SMMETTESYD; SR DILESYD;

158 ZEMAMAMERZSIESERGN (931MER, 261EEmZY); 31MIERIE
- EfithR (M7&-ctDNA) 24, 15MMETEYD; SRS,
ZEFMAZIESEREN - Bt (931MER, 26:EEEY); 31MIRRIE
iR (B4R +EDTAUEEIN) 7Y, 15MMETEYD; SRR,

(test for rational drug (key mutation of 93 genes in pan-

159 administration of Pan- cancer: genes for 26 targeted-drugs,
cancer: tissue and EDTA- genes for 15 chemotherapy drugs, 31
anticoagulant blood- basic |[clinical trail drugs, 5 internal secretion-
tests drugs)

ZEMAMAMLRZSISSERET (101MER,; 26FEEmZYD; 31HIRRR

160 |- EfthR (K- WE5Y); 15SFMULITESYD, ST MWESH)
ctDNA + EDTAFTEERIN) ;

N e |612VEE; 26FHEEEZEY; 31FRIGARR

161 [P RS R Sioh; 1SHGTIN; SKRSWEH
ZEMEBZESERGN - T (612N ER; 38MEBHZAY); 35FilEmRR
B (B4R +EDTAHUEEI) ESYD; 1STMUITESY, ST WESH)

(test for rational drug (key mutation of 612 genes in pan-

162 administration of Pan- cancer: genes for 38 targeted-drugs,

cancer: tissue and EDTA-
anticoagulant blood- whole
tests

genes for 15 chemotherapy drugs, 35
clinical trail drugs, 5 internal secretion-
drugs)




EE BERE R NI

recurrence and prognositc

GRB7. ERBB2. ESR1. PGR. BCL2, SC
UBE2. BIRC5. MKI67. MYBL2. CCNB
1. STK6ZE21EH &

163 prediction of breast cancer [(21genes: GRB7, ERBB2, ESR1, PGR NCCN

using 21 key genes . BCL2, SCUBE2, BIRC5, MKI67, MY

BL2, CCNB1, STK6 et al)

164 |BHBRBEFREAEN1 IDH1/IDH2EE 2835 NCCN
165 |FMEREETEIEIN2 TERTEREZES NCCN
166 |pERE RS T3K [PIK3CA(Exon9/20)EE R3S NCCN

AR EfEEPCV o EF/Et&iliPro |1P/19Q-
167 gnostic Prediction: PCV LOH#EM (BEMBEARIEXTER) (mutati NCCN

treatment programme in on of 1P/19Q-LOH):note need blood

patients with Glioma) as a control)

AT BAFE MRS (22 ST 0
168 ST LﬁgFET%ETELILJ (BEMBEAEXS NCCN
169 ZEFEE2 Braf V60OE EX583% NCCN
170 | BEWEEN CD151 ERFE
171 BRANES NG SYT-SSXRASERFEG
172 TSRS B TS PAX-FKHRE&EE G
173 [T AR MMEZHT EWS-ETSRES EEAG
174 |[#ESMiEEmEe N-MycEEFRIX
=@y U=Liva)l -

175 EREiaT EIaN (PD PD-L1EEEA

L1ER)




Braf V600OE E X ze3%

176 (mutation of Braf V600E) NCCN
RIS G
Prognostic assessment in
patients with thyroid
carcinoma)
TERT (C228T. C250T) EFE:ZES
i (mution of TERT (C228T. C250T)) NCCN
. . . APEX1, hOGG1, IQGAP2. POLB. Rec
BTSN SOFERS N N
178 Eﬁ’ﬁﬁmﬁ MAMGAITEN (8|61 RrRMT. XRCCT. ATM77EESS
70N ‘I‘E
179 BEERST MMEGETEN (8|P53. ERCC1. CCND1. ATM. TGFBR2
&%) HRESEMN
32 AES AT AN SLMESFA|
180 H_ﬁgtﬁb'ﬁlﬁ MBI (8) XRCCT. XPDEESAM
B NBRE AR RT MAMEI BT IS .
181 APE1. iASPPEESA
W () RS
ﬁ‘ = /N NAY ‘“A
182 %E’J\éﬂﬂ_@%ﬂmﬁ'm‘ HIRIH |1 oep1 . xReC1RES A
W (S&)
BB R MM AT T
183 i”zj’i’iﬁmﬁ'ww’”ﬁh“ ( XRCC1, SOD2. XRCC3EESZAM:
SH
3] ZEEE AT /N SLES LA
184 ;;JJIBSW MBI (8% XPD. FGFRAEESAM
LR BT MAMEET R (35 [XRCC1. XRCC3, XRCC6, RADS1EE
185 |2
2) S
186 IR MAMEETHEN (25 |XRCC1, TGFB1, SOD2, XRCC3, GST
&l) P1EREZSM
Zﬁ /N VAN 3
187 Tﬂ‘ BT MMEBITE (S XRCCIEEE A
EE
MERREE MAMEATF T (Bt
188 };wﬂxﬁi%mw{,nﬁhu (8 IDH1. IDH2. TERTEEZEES
BRAF. EGFR. KRAS. PIK3CA. RET. P
TEN. TP53. HRAS. C-
EEfA T s o N N
T ron ieeive survellance |Gt SMADA. HER2, IDHEEEESs (st
189 assay of tumor load-ctDNA BRI (mutation of genes:
metzo ) BRAF. EGFR. KRAS. PIK3CA. RET. P
TEN. TP53. HRAS. C-
kit. SMAD4, HER2, IDH)
EE R Ter Ao Bl il -
191 |CTCH&A (non-invasive DAPI. CK. CD45. CEP8#:f
surveillance assay of tumor
load-CTC method
K V= CAS
ARSRREGH (Whole | ) e o omimmiseast (Whole Genome
195 Genome Sequencing of

Human

Sequencing of Human)




196

AEEHEFERNFSHT (Wh
ole exone Sequencing of
Human)

AE2INBFENFSH (Whole exone
Sequencing of Human)




1B iR EL

Lisiitg ( RS EEA(r
7T) price( HEASEE sample type equred 1&ME N Clinical significance
yuan) time (day)
. NS
CONAZUEHILTOMIGEEER) | 5 ey CE R
1350 (tissue/cell-free DNA 3 Early diagnosis of colorectal cancer
anticoagulant blood- 10ml) y diag
FrEEREEEESAHE, ERTHME
EDTAfUEMAmI ISAEAE FRI%SERINEE
6000 (DNA anticoagulant blood- I 15'“‘ Comprehensive screening for all
4ml) hereditary cancers for people with a
family history of cancer
FHXEE: BIMEEEURREER, BB
EDTAfUERM4mI RCA1/2ERHEE, &7l NERHIIREH
3000 (DNA anticoagulant blood- |157B%AH|3X%; patients with BRCA1/2
4ml) mutation is sensitive to olaparib
KirxE . ITHMhERETREEmRRE
FXEE: BIMEEEURREER, BMHB
SRR E/_\ Ry ==><
3600 EDTARLE M4 15 E%E BCAVZ;':x, 1R7~e] NBRHIIAE A3 EE
FiEFRE: ITHMOERE TR EERRE
N o [FTEE . PPREESRER,
3600 EDTAfLEEM4AmI 157NBRH| . i o
i BB sreE: waRmmERCERRE
N o [FTEE . BREEEIRER,
3600 EDTAFUERIMAmI 157MNBRE| o . s .
FUsRILAm BB crem wrREsR SR
N o [FTEE . PPREESRER,
3000 EDTAfLEEM4mI 157NBRH| . i o
i BB crsE: waRmERCERRE
N o [FTEE . BREEEIRER,
4200 EDTAfUERIMAmI 15MNBERB| e . s e
FUsRILAm OB crem waRmsR SRR
N o [FTEE . PPREESRER,
4800 EDTAfLEEM4mI 157NB%H| . s e
i ERR|creE: waRmERERERE
TREE: HREEIRRER,;
3000 EDTAfUSEIm4m| 15 maa| e PRECEIERE

KIEFR: THMLEDETEEEIRRE




3600 EDTAfUgEMAmI 15/0NE%H MRS ETREEIRRE
4200 EDTAfuEm4mI 150B%H AR RETIREERRE
L o |ETEE . PSR EETRER,
4200 FOTATURIMAM! - TERE g R mmEtiR
EDTAGSmAmI - IPEETRBREERRT
600 (DNA anticoagulant blood- 5”“ Assess whether to carry genetically
4ml) pathogenic mutations
1800 EDTAfEMAmI SAERAE ﬁ{Eﬂ&)\ﬁﬁﬁgﬁﬁﬁ'ﬁEAﬁﬁﬁamﬁ
i
1200 EDTAfugEMm4ml 3 BRH AR AR R ZATRIXES
1800 EDTAfUgEM4mI SNERE | RS EHE RS RIERIXGEITM
EDTAfUEEM4mI ISAEAR IHMLESETEEERRE
9000 (DNA anticoagulant blood- 15'“‘ Assess whether to carry genetically
4ml) pathogenic mutations
4200 EDTAfUEE I A4mI 15/0E%H ML ERETEEEIRRE
FABRESH2-
600 3R/ AEEIEAN/HRH8-10R | 31 B%A Bt
(tissue with 20ug/8-10 3 Sensitivity of Cisplatin-based drugs
slides)
FABRESH2-
600 3R/ AEEIEAN/HRH8-10R | 31 B%A Bt
(tissue with 20ug/8-10 3 Sensitivity of Cisplatin-based drugs
slides)
FARERESH2-
1200 Sh/AEEEER/BR8- | 3IMBHXA Rkt
105 /4NEMmAml
FABLESHI2-
600 St/ AEEEER/BR8- | 3ITBXA Bt
105 /4 EMmAml
FARERESH2-
600 Sh/AEEEER/BR8- | 3IMBHXA Rkt
105 /4NEMmAml
FABLESHI2-
600 3t/ EEEEER/AR8- | 3ITBXA Bt
105/5NEmAml
FARERESH2-
600 St/ AEEEER/BRS- | 3IMBHXA Rkt
105 /4NEMmAml
FABLESHI2-
600 Sh/AEEIBALN /RS- | 3IMBEAE Bt

105/5NEmAml




FARBLRESHI2-

600 3R/ AEEIEEL/HR8-10H | 31B%H Rt
(tissue with 20ug/8-10 3 Sensitivity of 5-FU/Capecitabine
slides)
FARBLRESH2-
600 3R/ AEEIRELN/HR8- | 31B%H SEIFAm
105/4MNEMmAm|
FARABLREGH2-
3K/ AEEIRAR/H H8- 3ANEAE R
600 (tissL?a%iL@Zgli:;T; 10 3““ Sensitivity of S—HI;\U/Capecitabine
slides/4ml whole blood)
FARABLREGH2-
3K/ AtEEIEAEN/HR8- INERE SRR
600 10K /4MNEMm4Aml (tissue 3"“ toxic side effect of 5-
with 20pg/8-10 slides/4ml FU/Capecitabine
whole blood)
FARREGHI2-
600 3R/ AtEEIRALN/HR8- | 31 BMAH SEIWEAmZ
105 /5MN8Mm4ml
FARBREGHI2-
600 3R/ AtEEIBELN/HR8- | 31BHAH SEIFAmZ
10/ /5N EMm4ml
FARREGHI2-
600 3K/ AtEEIRAN/H RS- 31 BE%RE SEIERm=
105 /58 Mm4ml
FARBLREGI2-
600 3R/ AtEEIBELN/HR8- | 31BHAH Bk
10/ /5N EMm4ml
FARREGHI2-
600 3R/ AEEEIEER/AR8- | 37BERHE Bk
105 /58 Mm4ml
FABLLRETH2- B
£00 3R/ AEEEELR/AR8-10A | 31B%H Sensitivity of
(tissue with 20ug/8-10 3 Paclitaxel/Docetaxel/VinorelbineBitar
slides) trate
FARREGHI2- .
600 S LRI 4 810 3MNERHE B
FABLRESH2- . o
600 |3 mesmimmnympe-1op | ST AR B
FARBLLREGH2- e =
S/FEESERERS | SEVFRE
600 10K /5NEm4m| 3INMNBE%HE ' toxic side eff(?ct of o
(tissue with 20ug/8-10 3 Paclitaxel/Docetaxel/VinorelbineBitar
slides/4ml whole blood) trate
FARBLESHI2-
600 3R/ AtEEIBRELN/HR8- | 31MNBHAH Bt
105 /5M8Mm4ml
FARBLRESH2-
600 3R/ AtEEIRELN/HR8- | 31 BHRH Rk

105/5NEmAml




FABRESHI2-

600 St/ EHEEEER/AR8- | 3IMBXA Bt
105/5M 3 MA4ml
NEREGRI2-
St TS B
31NB#H Sensitivity of
600 10/ /5MNE MmAml . . -
. ; 3 Paclitaxel/Docetaxel/VinorelbineBitar
(tissue with 20ug/8-10 trate
slides/4ml whole blood)
. P BRI
600 %:K'E'AEE*HZ_ 3TERA Sensitivity of
SH/AEEIRELYBRE-10A 3 Adriamycin/Anthracyclines
FABLREGH2-
M/EEBIBEE/EARS | SR
600 10/5M 3 Mm4ml 3'“‘ Sensitivity of
(tissue with 20pg/8-10 Adriamycin/Anthracyclines
slides/4ml whole blood)
FAREREGH2-
600 tu/AEEEAR/HRS- | 31B%H Bt
105/5M 3 M4ml
FABLREIH2-
600 b/ AEEIRALR /RS- | 3IMBEAE Bt
105 /5NEMmA4ml
FAREREGH2-
600 St/ AEEEER/AR8- | 3IMBXA Bt
105/5M 3 M4ml
FARERETH2-
600 3tu/AEEIRALR/HR8- | 31B%AH SaEAm=Z
105 /5NEMmA4ml
FAREREGH2-
600 tu/AEEEAR/HRS- | 31B%H SEIFAmR
105 /4NEMm4ml
FARBLETH2-
600 3t/ AEEEER/HR8-104 | 31B%4H BRIt
(tissue with 20ug/8-10 3 Sensitivity of Gemcitabine
slides)
FAREREGH2-
600 St/ AEEEEL/HRS- | 3IMB%H BRI
105/5EmAml
FARBLETH2-
3R/ AEEIEELR/A R 8- P .
600 104/5MEmAml ¥ %%E' Sencitiv gﬂ’?f b
(tissue with 20}g/8-10 ensitivity of Gemcitabine
slides/4ml whole blood)
FARBAESH2-
600 Sh/AEEEER/BR8- | 3IMBXA SEIFAmM
105 /4NEMmAml
FAREREGH2-
600 3t/ AEEEEL/HRS- | 3I1MB%H Bt
105/5M A M4ml
FARBAESH2-
600 Sh/AEEEER/aR8- | 3I1MBHXA SEIEAmMZ

105 /M8 Mm4ml




FABRESHI2-

600 3R/ AEEIRELN/HR8- | 31B%H Rk
105/4MNEMmAm|
FARABLREGH2-
600 3K/ AtEEIEEN/HE8-105 | 31NB%H Buskit
(tissue with 20pg/8-10 3 Sensitivity of Etoposide
slides)
FARLREGHI2-
600 3R/ AtEEIRELN/HR8- | 31MBMAH SEIWEAmZ
105 /5MN8Mm4ml
FARBLRESHI2-
600 3N/ AEEIEBELN/HR8- | 31B%H Rk
105/4MNEMAm|
FARREGHI2- .
800 | 3 rmeeesmemsy e pe 10k | 3TERE S
FARBRETH2-
3K/ AtEEIRALR/H 8- IR SEIERmS
600 10/5M 3 Mm4ml 3'“‘ toxic side effect of Irinotecan
(tissue with 20pg/8-10 Hydrochloride
slides/4ml whole blood)
FABLLRETH2-
3K/ AtEEIRAR/H 8- IR SaIERmsZ
600 10//49M3 M4ml 3'“‘ toxic side effect of Irinotecan
(tissue with 20ug/8-10 Hydrochloride
slides)
FABLLRETH2-
600 3R/ AtEEIBELN/HR8-10H | 31B%H Bt
(tissue with 20pg/8-10 3 Sensitivity of Alimta
slides)
FABLLRETH2-
3K/ AtEEIREN/H RS- INEAE i
600 18V):é92|\ﬁ$2”11|0 slides(;i:rs:le 3““ toxic sid;Heffect o?AIimta
whole blood)
FARREGHI2-
600 3R/ AtEEIBELN/HR8- | 31MBHAH SEIFAmZ
105/5N3Mm4ml
FABLRESH2-
600 3R/ AtEEIRELN/HR8- | 31MBHRH SEIFAmZ
105 /5NEMm4ml
FARBLLREGH2-
W /e m| -
o 3*u/ﬁ)ﬁ;’%i§éﬁ£ YERS ) srana SRR
(tissue with 20ug/8-10 3 toxic side effect of Alimta
slides/4ml whole blood)
2400 FA/SFRIEEA/SER/IEXK | 31B%H BRI
FARLREGHI2- .
800 | sy meremmmimyeps 10p | 2TERHE S
600 FARBLRESH2- INEAR —

3R/ AEEEER/BR8-10A




FABRESHI2-

PAS 9){ }E\g:
600 |3y mesmimmenympe-10p | 3TERHE S
FARLREGHI2- P
}EE\I
50 |sw/masmmasans-ox | THHE St
FARRETHI2-
1200 3K/ AtEEIEAN/HR8- 3IMERH SRR
105/5MNE Mm4ml
600 AMEmAmI 31MBE%H FrausE
FARBLREGHI2-
600 3K/ AtEEIEEN/HR8- 3MNERA BUkit
10A/4MNEMmAm|
FARBREGI2-
600 3K/ AtEEIEEN/HR8- 3MNERA BUkit
105/4MEMAm|
Mik+ (FABELHESHI2-
3R/ AEEIEESR/H 8- INEE Ut
2400 10F) (tissue with ! 3”“ Sensitivity of PD-1/PD-L
20ug/8-10 slides and 2ml inhibitor(Nivolumab/Pembrolizumab)
whole blood)
BB R2-
3*&2@%@252;75H8- MNERE B
600 0B Wit'h’é‘o /8-10 3"“ Sensitivity of PD-1/PD-L
Ssueslides) K9 inhibitor(Nivolumab/Pembrolizumab)
MLH1, MSH2, MSH6, MLH3_  PMS
1. PMS2&5BFERSEENFE
i 5
EDTASSEM4MI 101 ERE Baain
3600 (4ml anticoagulant blood) 10 all exons sequenceing of
g MLH1. MSH2. MSH6. MLH3, PMS
1. PMS2 by NGS;
Detection of germline mutations
MLH1, MSH2. MSH6, MLH3, PMS
FARREGHI2- . . - o e
4200 10MB%H| 1. PMS22/bBFEN; #NAETBERR
3% TR 8-10
R/ AEEIRAR/H A 3 -,
/BB T RI2-
600 FABIRDR2 ERN=GE 7

3R/ AEEEER/BR8-10A




cfDNAHLERIN10mI/FEARLBLIE
BHi2-

it

600 ¥/ AEEIEALA/AR8-10H | 31MNB%H | Sensitivity of of Gefitinib/Erlotinib
(tissue with 20ug/8-10 3 Hydrochloride/Icotinib
slides/10ml cell-free DNA Hydrochloride/Afatinib/osimertinib
anticoagulant blood)
cIDNAFUEIL 10ml/FARBLRE
=H2-
3R/ AtEEIREL/H R 8- SR
105 tissue with 20ug/8-10 | 3 1 wper | sansitivity of Gefitinib/Erlotinib
600 slides/10ml cell-free DNA . .
anticoagulant blood)(tissue 3 Hydrf)chlorld'e/.lcotlr.nb -
with 2001g/8-10 slides/10ml Hydrochloride/Afatinib/osimertinib
cell-free DNA anticoagulant
blood)
cfDNAJLERIN 10ml/ZFEARBEE
=H2- Mz
600 3K/ AEEIEAELN/HH8-105 | 3NE2%H | Drug resistance of Gefitinib/Erlotinib
(tissue with 20ug/8-10 3 Hydrochloride/Icotinib
slides/10ml cell-free DNA Hydrochloride/Afatinib/osimertinib
anticoagulant blood)
cfDNAFUERI 10mI/FAREBLRE
2H2- Uit
600 3N/ AEEEER/BHR8-10A | 31B%H Sensitivity of Gefitinib/Erlotinib
(tissue with 20ug/8-10 3 Hydrochloride/Icotinib
slides/10ml cell-free DNA Hydrochloride/Afatinib/osimertinib
anticoagulant blood)
FARERESH2- Rk
1200 3R/ AEEEIRELR/BR8-10A | 31 B%H Sensitivity of Gefitinib/Erlotinib
(tissue with 20pg/8-10 3 Hydrochloride/Icotinib
slides) Hydrochloride/Afatinib/osimertinib
FAREREGH2- Rk
600 3K/ AtEEIEAEN/HH8-10H | 31NB%H Sensitivity of Gefitinib/Erlotinib
(tissue with 20pg/8-10 3 Hydrochloride/Icotinib
slides) Hydrochloride/Afatinib/osimertinib
NRRETHI2-
St R \ o Bee
; Bl =F N Sensitivity of Gefitinib/Erlotinib
600 10R/4MEIMAml  (tissue i L
with 20ug/8-10 slides/4ml 3 Hydrochloride/lcotinib
Hydrochloride/Afatinib/osimertinib
whole blood)
FAREREGH2- Rk
2400 3K/ AtEEIEAEN/HH8-10H | 71MB%H Sensitivity of Gefitinib/Erlotinib
(tissue with 20pg/8-10 7 Hydrochloride/Icotinib
slides) Hydrochloride/Afatinib/osimertinib
FAREREGH2- Rk
2400 3K/ AtEEIEAEN/HRH8-10H | 71MNB%H Sensitivity of Gefitinib/Erlotinib
(tissue with 20pg/8-10 7 Hydrochloride/Icotinib

slides)

Hydrochloride/Afatinib/osimertinib




FABRESHI2-

AN 9){ }E\El
%00 | 3w mesmmmmympse-10p | 3TERE St
FARERESHI2- B
2400 3t/ A AL /A E8-105 IR Sensitivity of Gefitinib/Erlotinib
(tissue with 20pug/8-10 e Hydrochloride/Icotinib
slides) Hydrochloride/Afatinib/osimertinib
1200 cfDNAFLERIN 10mI(ERizk) | 3MNEAHE JSE BT gV
FARERESH2- Ak
R =7
800 | sy meememmn e pe 10k | 3 TERE Bt
FAREREGH2-
1200 3t/ AtEEEER/HR8-10A | 31B%H Rt
(tissue with 20pg/8-10 3 Sensitivity of Cetuximab
slides)
FAREREGH2-
600 3R/ AEEEELR/AR8-10A | 31B%H Rt
(tissue with 20pg/8-10 3 Sensitivity of Cetuximab
slides)
FABLETHI2- P
;ﬁ.
1200 | s/ masemmemsry -0 | 3 TERE S
FARBRESH2- Ak
R =7
800 | sy meaemmmype 10 | 3TERE B
FARBAESH2-
600 3t/ AEEEER/HR8-10A | 31B%H Rt
(tissue with 20pg/8-10 3 Sensitivity of Cetuximab
slides)
FABLRETHI2- P
;ﬁ.
1200 s raseimmamy s 0 | TEAE St
FARBRESH2- P
L7 X
800 | spymemmmsmyaps-10p | *TERE B
FREFETHI2
2400 3t/ AtEEEELR/HR8-10A | 5S1B%H Rt
(tissue with 20ug/8-10 5 Sensitivity of Trastuzumab
slides)
FARERESH2- ARk =
2400 | s rrasetmmany /-0 | 3 TEAE Bt
FAREREGH2-
600 3R/ AEEEEELR/AR8-10A | 31B%H B
(tissue with 20ug/8-10 3 Sensitivity of Avastin Bevacizumab
slides)
FARBLRESH2-
2400 3R/ AEEEELR/AR8-10A | 31B%H B
(tissue with 20pg/8-10 3 Sensitivity of Imatinib Mesylate

slides)




FABLETHI2-

R, Mg

bavi = =11 - N=F
1200 3*1(?.13%@1%5?0/578?11)0)# 3 %El Sensitivity and drug resistance of
1ssue V\glides)ug Imatinib Mesylate
FABLETHI2-
600 h/AEEIEASR/AH8-10H | 31NB%AH Ut
(tissue with 20pg/8-10 3 Sensitivity of Imatinib Mesylate
slides)
FARREGHI2-
600 3R/ AEEIERR/H 8- 31MBERH U
105/5MNE Mm4ml
FAHNESHI2-
600 3h/AEEIRAR/H H8- 31MBE%H Ut
10 (tissue with 20ug/8-10 3 Sensitivity of Sorafenib
slides)
FAHNESHI2-
600 3K/ AEEIRAR/H H8- 31MBE%H Ut
10 (tissue with 20ug/8-10 3 Sensitivity of Sorafenib
slides)
FABLESHI2- Ak =5
1200 | s meemmunympe-1op | 5T EAH Bk
FABELESHI2- P =
2400 | 3 msesmmnyEpe-10p | 3T RN S
FARREGHI2- P _
R =%
800 | sy meeemimmmyepe 10 | 3TERE TR
FARRESHI2- P =
600 | 3y mesemmeympe-10p | 3 TEAE S
FARREGHI2- P -
600 | 3 mesemmiym a0 | 3 TERH Sk
FARBLRESHI2- P - -
2400 S LRI 4 810 3MNBERE B, MM
FARRETHI2- P
SR R4
1200 S5 TR/ 81 O 3NBRH Bkt
FARBLRESHI2- P -
800 |3 memmmrympse-10p | 3TERE St
FARRETHI2- PP
E7 =X
00 | sy mmmimmnympe-10p | 2TERE St
RSS2
1200 FABEAREH2 3N ERE R

3K/ AtEEIEALR/HR8- 10~




FABRESHI2-

AN 9){ }E\El
%00 | 3w mesmmmmympse-10p | 3TERE St
FABAESH2- P
}EEI
1200 |3 mesmpmemyaps 10 | 3 TERE Bt
FARBEETH- e
SR =
800 |3 masmimmarympe-10p | TEAE S
(FARBRETH-
3kl /AEEIRELR /B 8-
10F) /BZRIEEAEHE
3600/3000|  PFEDTAFUEEMAmI 100 ERE BURE
(tissue with 20ug/8-10 10 Sensitivity of olaparib
slides/4ml whole blood in
patients with family
history)
600 FA/SFRIBEA/HER/MISK | 3SABRH R
cfDNA#EEI 10mI (5iBiEkE)
(10ml cell-free DNA JABRE Tzt
600 anticoagulant blood with ! 7 " drug resistance of Gefitinib/Erlotinib
transfertation in normal Hydrochloride/Afatinib
temperature)
cfDNA#REE 10mI(E;Bi=k8)
(.1 Oml cell-free DNA- INEAE ST
1200 anticoagulant blood with e . -
transfertation in normal 3 Sensitivity of osimertinib
temperature)
1200 | cfDNARERIN10mI(EBiEH) | 348548 L2 E5st g |
1200 cfDNAFEIT10mI(EiRzm) | 7MNE%AH [Es]E
1200 cfDNAfUEEIN10mI(FiRiEH) | 71B%RE MHZ1E
600 cfDNAFUEE 10mI(FiRiEH) | 71 B%H [DEsiEs
600 cfDNAFEIT10mI(EiRizm) | 7MNE%AH [ES]E
1200 | cfDNAFUERI10mI(ERITH) | 70NE%8 3] <3
/BB T RI2-
600 FARERETGH2 INEAR a—

3R/ AEEEER/BR8-10A




5700 BDEHUEIL7.5mI(FiRik) | STB%H MiZ51%
(AR THI2- o | . . .
5400 | ORISR o [0 EAR e s, (i
6600 | cFDNAfLEEM10mI(FRiEH) |101BEAH |HEEEESRAVEERZY. WTra
FABLREGH2-
3R/ AtEEIRELN/H R 8- THE AR B &SRRV Rz, KT E5Y)
2800 10 FOEDTAfURIMAmMI  [10PME%H| Assess sensitive target drugs and
(tissue with 20pg/8-10 10 chemotherapy drugs for lung cancer
slides/4ml EDTA patients
anticoagulant whole blood )
5400 FAREREGH2- 1049 E THMhEEE B EEURAYERZY. 1T
3k AEEIEALR/HR8-10K Bt
LB AR s
6600 | cIDNARLEMIOMIERIEE) (100 & ﬂﬁ:.ﬁﬂ%ﬂ%%‘g%ﬁ’ﬁﬂr‘]ﬁ% (iid
N{RRETHI2- .
iy A EI R SRR, (U
i £t
7800 &ii?\EN?;Afgiﬂ%‘lTé 101BE%H| Assess sensitive target drugs and
slides/4ml EugTA chemotherapy drugs for colorectal
anticoagulant whole blood ) cancer patients
5400 FABLESH2- 10MESE THHFLAREE / SRR BB EURRTEE 25
3R/ AtEEIEAL/HR8-10H . T
6600 FDNAFEIL1OmI(ERIEE) (100 E%E THHFLAREE / DR B E BURAISE R 25D
N gty
NRRETHI2- N e .
iy SPAESLIRE / TP E SOz
10K HEDTAYISIIAmI | 101EI%E - HirE
7800 (tissue with 2011/8-10 10 Assess sensitive target drugs and
slides/4ml EuDgTA chemotherapy drugs for breast
anticoagulant whole blood ) cancer/ovarian cancer patients
5400 FABLESHI2- mﬁgﬁaﬁ%%%/ﬁﬁﬁﬁ%ﬂﬂwﬂﬂﬁws
3R/ AtEEIEAL/BHR8-10H iresy)
6600 | cIDNARLEMIOMIERIEE) (100 &2 LB / ﬁ%ﬁ%ﬁﬁﬂ@ﬂ’ﬁﬂﬂﬁm
s
FAREREGH2- N L ~ .
7800 3R/ AEEIEAELN/HR8-  |107MB%H RS / REREEERORRIA,

105 FIEDTAfLZEM4AmI

w5ty




FABRESHI2-

5400 S BT 3 81 O 107MBE%H| THEBESURRMEEEZY. (Wrd)
6600 | cfDNAFUEEM10mI(FEiRizH) [10MERB| IHEREHREHEAY. Wiy
FABLESHI2-
7800 St/EHEEEAR/ARS- |100MBXE| THABESRREEEZY. Wrd
105 FIEDTAfLERIN4m]
FABAESH2- P A
K M TRRHR S Y A
5400 S BRI R 81 O 100MBE4H| THMAEESRREERZY. (75
6600 | cfDNAFLZIL1OMI(EREHE) [10MBRE| IHMLEEEEAEEAY. KT
FABLEGH2- . e .
=z % EZ \ IS N 17 25
10 5 FIEDTANLEEIT4mI 10MNBE%H ;
7800 . . chemotherapy drugs for liver
(tissue with 20u9/8-10 10 cancer/gallbladder carcinoma-tissue
slides/4ml EDTA J ot
anticoagulant whole blood ) patients
FAREREGH2- P = \
8400 S 3 81 O 107ME%H| THABESRRMEERZY. (e
9600 | cfDNAFUEIT10MI(FRER) (10 EZAH| IHMLYEERNERDY. LT
FARBLETH2-
3R/ AEEIRELR/H R 8- THEBEBURREERZSY). T
9600 10/ FIEDTAfLERIM4mI 10MBE%H| Assess sensitive target drugs and
(tissue with 20ug/8-10 10 chemotherapy drugs for Pan-cancer
slides/4ml EDTA patients
anticoagulant whole blood )
CFDONAFLERI 1 0mI (25 BiEH) . s e
10800 AIEDTASLERM4mI 107MBERE| HEBESRRMEEZY. Wres)
FARBAESH2- P = - a—
15000 SRR 3 810 100ME%H| THAEESRRMEERZY. (e
ARSI ﬁﬁ%%@fg’ﬁ;ﬂ;ﬁﬁ%r#;{ﬁ%% t
SH/RRRIEELYR/8- Assess ;ei:;iijjtar et
rsoe | TOHTEDTAyEMAmI  [10pemE| | AeSsserstvetyos
(tissue with 20ug/8-10 10 vgs, chemotherapy drugs a

slides/4ml EDTA
anticoagulant whole blood )

Immunotherapeutic drugs for Pan-
cancer patients




BELRELHTEEA3mg

TSI/ EIZLERE RS TR RN
ITHMERE T LA T E=3RE

Assess the risk of recurrence in

. CHN=FaN=] . .
9600 (FFP or Frozen specimens 5 patients with stage /1l breast cancer
3mg) for 10 years;
Assess whether you can benefit from
a chemotherapy regimen
FABAESH2- . N N
1200 s maseimemnyE s 10 | ° T A FRERIERE
FAREREGH2- . P N
600 S 3 81 O 31BE#H HERTIRR R RE
RN ETH2- . . N
1200 |, T NRRRERE | 4rERE | ssEmmEEmY
EDTAUEIIAmMI+ FEARPLRE PCVEZE (BREANT+AREH+EHH
2H2- BR) T ROFAE
2400 3R/ AtEEIREL/HR8-10 | 5MB%H | Efficacy evaluation of PCV regimen
(tissue with 20ug/8-10 5 (lomustine + procarbazine +
slides/4ml EDTA vincristine)
anticoagulant whole blood )
EDTAFUERIAmMI + FARLENE ) - e .
7400 PRIAE TSR | g |MREBEREER TR, M
ShI2- == 5_FUrhzEaS
Sh1/ B EIBESY A 8- 104 e
600 FABLESH2- SANEAN MNTFEBIUEE, MEEESBRAFRE
3R/ AtEEIEAL/HR8-10H GUTHERE., REEETWEFR
FAREREGH2- . i -
800 | sy musmmenymps 10y | > TEAHE REEF
NRRETH2- . N N
1200 |, 2 I | STERE IS MR
BT R2- .
1200 |, SRS o | STERE RIS RS
FAREREGH2- P . AR
SR AEEIZH
1200 | il et e o | SYEAB FE P
(AR TH2- . , .
600 |yt S o | SMERE RS
PD-
LT HRI2- 3R/ ZFR2- . . .
goo | FANEFRSMZSHERZ |\ | LiERATERY, BRABEENE

3%/ EHEEEAR

FABE BN REalr Pikan




FARBLESH2-30/ZFRI2-

REBEMEAR; 1HE
FREE

THMRFAY

2 = F4=pm| N =L/
600 . 3’*/.EEE@'E'H"\. STERH Patients with mutations suggest a
(tissue with 20ug/2 biopsy 5 . . .
. poor prognosis; Assessing benign
specimen) . . -
and malignant and surgical resection
e RLBETEAE, IHER® Rt
T AREETHI2- 3K/ ERI2- FELETIETE] AREEAD
35/ AN EIRAA ERN=T 1= s
1200 . . . Patients with mutations suggest a
(tissue with 20ug/2 biopsy 3 . . .
. poor prognosis; Assessing benign
specimen) . . X
and malignant and surgical resection
1800 EDTAfuEE I 4mI 3MBHE gy U e
1200 EDTAfLEEIMAmI 31MBE%H Jivengss s
1200 EDTAfuEE I 4mI 3MBHE gy U
1200 EDTAfLEEIMAmI 31MBE%H gy tadis
1200 EDTAfUEE I A4mI 3MBHE By SEIER (FHKAIXIEL)
g EEE| ‘Q a
1200 EDTARLE M4 INEAE T SEIER (H%fﬁfiﬁﬁﬂ)ﬂh i
IhEEREES)
1200 EDTAfuEE M 4mI 3MBMHE gy U
. o |BUTSEWER (RRAFLEL. FRENE.
1200 EDTAfLER M4 mI EN=ES o
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